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INTERESTS

[ am broadly interested in the interaction between microbial communities and their
environment. A large part of my work revolves around the integration of high
throughput’omics and ancillary environmental data to identify microbial
mechanisms important to biogeochemical cycling and novel genomic insights
relevant to these processes. The methods that I used can be applied to a wide
spectrum of microbial life, including bacteria and archaea, viruses, and
microeukaryotes inhabiting diverse environments.

EDUCATION

PhD, 2022

Northeastern University, Boston, MA

Ecology Evolution and Marine Biology

M.S. in Molecular Ecology, 2010

State University of New York-Environmental Science and Forestry, Syracuse, NY
Ecology and Evolutionary Biology

B.A. in Biology, 2002

University of Vermont, Burlington, VT

RESEARCH EXPERIENCE

Professional Research Specialist: Ward Lab, Princeton University, 2022 - present
Focus: Parasite-diatom interactions and succession in ocean upwelling zones.
PhD Dissertation Research: Bowen Lab, Northeastern University 2017-2022
Focus: Microbial metabolic potential under nitrate enriched conditions in salt marsh
sediments

Senior Research Assistant: Keck Facility, Marine Biological Laboratory, 2010 -
present

Focus: 1) Gene conversion events and genomic architecture in Adineta vaga. 2)
Plasmid like behavior of a conjugative transposon in Bacteroides fragilis.

Masters Thesis Research: SUNY-ESF (research advisor: Dr. Tom Horton), 2008-
2010

Focus: The influence of nitrogen availability on the community composition and
traits of ectomycorrhizal fungi in a temperate forest.

Assistant Research Scientist: Wadsworth Center Genomics Core Facility, 2006-
2008

Assistant Research Scientist: Wadsworth Center Vector Biology and Population
Genetics, 2003-2006

SKILLS
Bioinformatics
Genomics



https://scholar.google.com/citations?user=2TwdtrcAAAAJ&hl=en
https://github.com/jvineis

Microbial Cultivation
Ecological Models
Molecular Ecology and Evolution

TEACHING

Assistant and Invited Speaker, Environmental Microbiology: Princeton University,
2023.

Presentation: Salt Marsh Biogeochemistry

Lead organizer and speaker, Genome resolved metagenomics analysis workshop:
Princeton University, 2023

Assistant and Invited Speaker, Microbiomes across environments: University of
Chicago-Marine Biological Laboratory, 2021

Presentation: Exploring the microbial niche space using enrichment, genome
resolved metagenomics, phylogenomics, and metapangenomics.

Teaching Assistant, Genetics: Northeastern, 2018

Assistant and Invited Speaker, Bioinformatics for clinicians: Marine Biological
Laboratory, 2018

Lead organizer and speaker, Amplicon and genome resolved metagenomics
analysis workshop: Marine Science Center, Northeastern University, 2017
Assistant and Invited speaker, Strategies and Techniques for analyzing microbial
population structure: Marine Biological Laboratory, 2006

SELECT PRESENTATIONS

Microbiome, Cold Spring Harbor, 2022

Invited oral presentation

Title: Networks and genome resolved metagenomics shed light on the importance of
biotic interactions in a diatom bloom.

NeLLi Symposium on New Lineages of Life, The role of novel lineages on
biogeochemical cycles. Joint Genome Institute, 2021

Invited oral presentation

Title: An important niche filled by candidate phylum TAO6 - Inhabiting a diverse
nutrient space among functionally diverse microbial neighbors.

Annual Ecological Society of America Meeting (ESA), 2021

Invited oral presentation

Title: Nitrate enrichment reveals a niche space for functionally and phylogenetically
diverse populations of chemolithoautotrophs in salt marshes.

Plum Island Ecosystem LTER annual meeting, 2020

Invited oral presentation

Title: From survey to genome reconstruction: Understanding microbial
contributions to biogeochemistry of salt marsh sediments.

AWARDS
Best presentation, Northeastern Graduate Student Symposium, 2018
Title: Recovery of microbial genomes from salt marsh sediments.
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